. Most of these repeats (68.9%) were distributed in the LSC region,
183
whereas 18.0% were in the IR regions, and 13.1% in the SSC region. Short tandem 184 repeats, also called simple sequence repeats (SSR), were further identified using the Table S1 ). 
Low sequence divergence among Lauraceae

Repeat, micro-inversion, and rearrangement mutations 295
Although genetic divergence is low overall, there are dozens of divergence hotspots Pseudogenes ycf15
Asterisks before gene names indicate intron containing genes (*), and double asterisks indicate two introns in the gene. Table S2 . Distribution of simple sequence repeats in the avocado plastome. 
